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Stage II-l1lIl Melanoma

« High degree of heterogeneity
A among patients within the same
stage

« Variable survival ranging 25-55%
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Who should we treat with iImmunotherapy?

Elimination Equilibrium

Genetic instabilitylumor heterogeneity

Immune selection

« Immunotherapy can be effective after surgery in preventing
recurrence

« Treat all patients?
« High toxicity
« High cost ($20,000 / mo)

« Treat only recurrent patients?
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Prognostic tools to stratify
Stage lI-1ll melanoma patients

Genomic Signature
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Melanoma Immune Profile (MIP)
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MIP further validated using 78 CUIMC patients

09 + -
= -
5 087 "
-—

‘@ 07 +

2 L

0 —

& 4

o -

2 -

=

8 E

o -

© AUC=0.695 -

-

—

'_

o f f f f !
0 0.2 0.4 0.6 0.8 1 Non-progressor Progressor
False positive rate (1 - Specificity)
Gb COLUMBIA UNIVERSITY Gartrell RD, Marks DK, Rizk EM, et al. Validation of Melanoma Immune Profile (MIP), a Prognostic
IRVING MEDICAL CENTER Immune Gene Prediction Score for Stage Il-Ill Melanoma. Clin Cancer Res. 2019 Jan 15



MIP correlates with disease specific survival
DSS
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Top Genes in MIP differentiate non-recurrent

patients from recurrent
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CD8+ and CD68+ cells in stroma correlate with DSS

CD68+ Stroma
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High CD8/CD68 Ratio predicts good DSS

DSS
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Ratio of CD8+/CD68+ as Biomarker

DSS
Univariable Analysis
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Linking MIP and multiplex IF

Macrophages M1 Signature Macrophages M2 Signature
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MIP + CD8/CDG68 ratio defines risk groups

DSS: MIP and CD8/CDG68 ratio
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MIP + CD8/CDG68 ratio defines risk groups
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