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Single cell RNA-seq + protein measurement
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[Ns-seq: cell fixation technology enabling simultaneous
intracellular protein recording and scRNA-seq
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Comparison between fresh and INs-seq human PBMC
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[Ns-seq analysis of MAPRK signaling pathway
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[Ns-seq separate responders and non-responders
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im-vivo T-regs profiling using INs-seq
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Normalized UMI counts

im-vivo T-regs protiling using INs-seq.
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in-vivo characterization of human T cell subtypes by
[Ns-seq transcription tactors map
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in-vivo characterization of human T cell subtypes by
[Ns-seq transcription tactors map
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in-vivo characterization of human T cell subtypes by
[Ns-seq transcription tactors map
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Myeloid derived suppressor cells: “lineage vague” tumor
related immune regulatory cells
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im-vivo TME myeloid suppressor cells
profiling using [Ns-seq
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Single-cell analysis of the CD45+ TME myeloid compartment

Monocytes
(IFN+)

Monocytes
(Ace,Ear2)

Ifit1

Tgfbi

o@@o@% ® s-"ﬁ

@(Q@@&J
%

Cd74

s-@%

Ocges o
‘*%a@

Cx3cr1

% g&"ﬁ

Q”@a@&

!.“Q&
e

Trem2

W




Trem2: a major pathology-induced immune signaling hub
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Trem2 KO mice show signiﬁcant reduction 1n tumor size
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Mreg suppress T cell proliferation
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